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MGIEasy Fast PCR-FREE B EHIF1XFIEEEV2.0
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MGIEasy Fast PCR-FREE Bt ERIE XTI ER V2. 02 R AEIITI-RIREE—F RN M IREALFEAR, UM,
HPERATHE25 ng - 900 ng B FADNAKIE R DNBSEQM A ERANE, A mERAERY—MS, TEQNERENIE
EXRIME, JERTEZMEARER, EMK. ER. ORRF. BT EFE, JURATEFREWGS. Low-pass
WGS. HEMNE. g FNFEEZFHNFNH,

A= iRt 2iA384 N barcode, FIRIEZHIS - 384 MEA FEpoolingiF. 7ELow-pass WGSRZFA, X+F+EREIEE

A8, MHEFARENXE, AISHEXEFFRRpoolingllF, LFEpoolingBiEEHEIHINEEENI—, BREZA,
BERTAMREANT.
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o REBVEETRE

BESUIFTI, RIRIEE . MAT B EFHM— P 5T, IRAE LI TRIE. a2 B ER (8], B/ F T1R1E, MgDNAZIEEFY)
NERFRELI ho
O ERUIFTRr R AT

BRERRENITIBE S NEEEZRAER, T FEYM. REED IR, REE IDNABEbuffer T, (FRIERT RIS
%, e RER X/ N—B F &P,
o LEHIERE

MR NAR, IR T XERE, BEREAB ST — 4T, TRONERENRSERIM,
o BHAEREEI

BB BEEME. RIEWEERE, 1525 ng - 900 ng gDNARIAE, T IF SRR, SR MR, &R, OER F.
e TS,
o MRSEEI

ERTZHHDNANEN B, EIEAMIEASREWGS. AMiIELow-pass WGS. BHEHIWGS. AN . i 18 F N F5E.
o EEEEE=

3844 barcode, AJ 2 #5F 8 - 384 MEApooling EHINF.
o LIEmLERE

EEIMGISP-100. MGISP-960. MGISP-Smart 8, 1= =% R 5E R B 5h L A%,

mE¥
ﬁ Fr_ S?k \

EEERHA ~13h-1.4h (MgDNAZIIEZEF=MI )

FrhigEadia) ~20 min

FRBtFAE 25ng - 900 ng gDNA

Barcode ~384 barcodes

R gDNA (5!%31???:]:/\5111%&\ &R AR F AR ARS, shia AR AR, R E%E) . EEREZA DNA CRRT AXRE. ORS) 4
HFDNA (RRKF B 18 F%)

AR R A EDYIAEY THEY

A7 E N/Eh/EY R EY) £ B RA SN REERENRFE. Low-pass WGS RS KA B 18 FNF

WEIFFE DNBSEQ-E25. DNBSEQ-G99. MGISEQ-200, MGISEQ-2000. DNBSEQ-T7. DNBSEQ-T10X 4, DNBSEQ-T20 X 2%

WENFREK SE100.PE100. PE150%

BREMLFE MGISP-100 (L6RXN) . MGISP-960 (96RXN. 384RXN) . MGISP-Smart 8
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MGIEasy Fast PCR-FREEEBYIN FEHIZ AT ELEV2. 0GB IFTHI. RinfEEIMAT B EHM—P TR, HABLE

WRiE. AR, BAOFILIRME, BEAEEEERERR. BIEREEAIDNARE" M, BEMgDNAZIERE™
MR RINFL3 h; FEEEKREIEOneStep DNBHAR, MgDNAZIDNBERIR{XFE2h (E1) o

BRI EFRAETEISL

i V1.0, AgDNA—IEEEF=Y), SR E~90 min -
BYITH SRR e S | 4 | s | 4 El| s E|| Make DNB
IR 30 min i i i 5 ~70 min 5| ~40min
50 ng-300 ng . MgDNAZIDNB£3.8 h
‘i‘ V2.0, \sDNA— i ey, B3R 275 min, T£32 $~ 82 min
N EEUIFTHT+RIRIE R I FR2LL 4ty % IR Make DNB
(S 27 min 7~13min 12 min 23~36 min | H'5 ~70 min ~40 min
25ng-900 ng v
By 0.8X MgDNAZIDNB3.3 h
Wik (=>500ng): 0.53X +0.27X
—HADNBHLFIEXTLL:
'i' V1.0, M\gDNA—EEREF=4), B335 EE~115 min
ESYNITHR+RIRIERE 4 kR E —#ADNB
FEEE I 30 min i 12 min 5 ~45 min
50 ng-300 ng v MgDNAZIDNB£2.75 h
'i' V2.0, MEDNA—>EEREF=), B33 E~T5 min, W2 ZE~ 82 min
i - REYITH IR EE I TR I ki I i E|| —#zons
IR 27 min = min || 12min | 23-36min || '5] | =45 min
25ng-900 ng

© 0.8X MgDNAZIDNB£2 h
5‘XL(>500ng) 0.53X +0.27X

E1l FEPCR-FREEZETE T MgDNARE AR EIDNBEIRIZ

B—R1IMEATTE MgDNAREZEIDNBFREREY(E], MGIEasy Fast PCR-FREEESTIX FE & X FIE S V2.0 B B AR R E VIR 16
F7E:

1) BN RAEMFKLRATZ (EXEE, $%85:1000020570) , SHEESYNE#TIME, SEISHEITIKDNA, BRES
Flmake DNB, MgDNA#ZAZIDNBHRLY3.3 h, E#lmake DNBRAMGENF I EEZEFRHImake DNBIXFIH D T
2) —#7A DNB: RA—FADNBV2.0 (H£AEIE, 515:940-000036-00%) , —F TAEZES-YXEIFEFImake DNB, Hi%E

ZIDNB, kAR T MPCRXEEZIDNBRISI& IR, 48527 LHBIHDEEETE, MgDNAKZAEIDN, BHASTREEE h,
MEREILS, BERBEEES, TRANERTH

LUNAL2878 R AT MiAEZ, RAREIRFIZMEPCR-free X EHERETFEHITPELSONF. ERET,
MGIEasy Fast PCR-FREEESTIX ERI S XA ERV2. OB EESN BRI, BERUNERENREEIRIRIT.
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4X coverage (% 10X coverage (%) 20X coverage (%) Precision Sensitivity Precision Sensitivity
SNP InDel
E PCR-free MGISEQ-2000 E FS PCR-free MGISEQ-2000 B FASTPCR-FREEV2 (withOSV2) MGISEQ-2000 ¥ FAST PCR-FREE V2 MGISEQ-2000 B FAST PCR-FREE V2 DNBSEQ-T7 B ILM PCR-Free Prep N platform
E2a FEPCR-freeBEXFIZNERNABEE E2b RREIPCR-freeREAFIZHIZ S0

E2 FEPCR-freeZ2 RIS HIZ X RN 21

EE: 75%RFA MGIEasy PCR-Free DNAX EHIZIRAFIEZE (HSPCR-free) , MGIEasy E§JPCR-Free DNAX EHIZIRFIELE (
®SFS PCR-free) , MGIEasy Fast PCR-FREE B el & it 71 V2.045EMGI OneStep DNB kit ({5 Fast PCR-FREE V2 with 0S
V2) , MGlEasy Fast PCR-FREE B84 & iXFIEV2. 0B EA DS EMIAU (B5 Fast PCR-FREEV2) , HfiPCR-Free BT

(f5ILM PCR-Free) »

MR EABEEERAMGISEQ-2000 PE1508,DNBSEQ-T7 PELSOMA, ILM PCR-FreeXXEEZENTE-&APELS0NRF.

RBZTE ILADNABEbuffer

MGIEasy Fast PCR-FREEESIIX EE & IR ERV2. ORASRERVIREFITHIES, AIRBSMEALIE. STDNAERE
buffer, RREIFZA. REbufferaf#rIgDNATEBRIRESIFTRI R 5T, BHRILEREA/N—EIF BREIE,

AEbufferAf#HINA12878 gDNA, TEIEEIMEESRMHT, RAMGIEasy Fast PCR-FREEESYIX BRI & i FIE V2.0
BEEAREEOneStep DNB (f2XEiE, $5:940-000036-00) , DNBSEQ-T7TF&APELIOONF, mIRSRIMMELMNSR
EXE, TRGMEREMRBEIRIRY (B3a. E3b. E3c) .
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T SNP InDel
R EE R EE N 9]
M TE M pH6.8 M pH7.4 M AE
E3a REHFANETTE=82100mEE E3b RREIDNAAfEbuffer FHYZEZ4GT
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GC bias Curve of Genome

O _| o 10mM Tris-HCLpH 6.8
N1 e 10mM Tris-HCL pH 7.4 AE
o buffer pH8.5

© TE buffer pHBS.

Normalized Coverage

T
o 20 40 60 80 100
GC (%)

E3c REIDNABEbuffer FRIEELEGC bais
&3 REDNAZAfEbuffer FEYZRIN

El3a:X3A#RF TE buffer pH8.5.10mM Tris-HCl pH 6.8, 10mM Tris-HCl pH 7.4, AE buffer pH8.5.H,O0RINA12878%&E%200 ng;

E3b. E3c: RRFFgDNAIIA (1R FER) /R BAETT KFE ARIGCE E4E. meta&BX200 ng, KFAMGIEasy Fast PCR-FREE

EBEN &I TR V2.0,

i&fElow-pass, 2% X EZFAETR pooling, IR 19— 14 4F

MGIEasy Fast PCR-FREEESHISC FEHIEE X E2EV2.0r] &AL low-passi i, ZHFE M EEFFpooling, TFH
poolingfIMNEEHENMXEEETIE, BBEFH, 384 barcodeZiTFE L mENl, HTIEZEESFF M poolingdd,
HEEBBIR B IRIF IR D EMIF S —M. LINA12878. MER. [MKRgDNANEAIEHERAE FTETEKREIEMGISP-960
5 (LowpassiilZd) BEhbIERE, XEHTEARTRpooling, HBEZEKEEOneStep DNB (525: 940-000036-00) , 7£
DNBSEQ-T7E&PEL00MF. MFFiF74ERERbarcodetfrHZ>98%, FDH—MHiF,
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SetA SetB SetC SetD
AVE 27.17% 24.85% 24.68% 25.58%
CvV 21.60% 19.32% 21.14% 18.19%

El4 EEXEEERpoolingF##ER barcodetfr 43 Lb I

RERIBRER, A TIRR



EECH 1B FNF, XENFSIERES
MGIEasy Fast PCR-FREEESTIX EHI&EIRFERV2.0EA RS I8 FEENF. UR/ZREmSInEmRNEE

&, REMGIEasy IRERENRERA HMIAFIE (€A

ZOME b

BlE, 51

S 940-000059-00) 1S3 1), EFAMGIEasy

Fast PCR-FREEESTI S EHIEIAFIELV2.07EMGISP-100 E B sh bR, BEEIMGI OneStep DNB (fEXHiE, 5

1000026466) , DNBSEQ-G99F & PEL00OMR, FLuTrack® X531, LERE/R, FAMGIEasy Fast PCR-FREEESHISIE

HERFERV20EET B FEENF, #HENXENFHERES, MRS TERARRESERY, BBTRE

WRAM 2 B,
7<1 DNBSEQ-G99 T #1%kiE
#IEr=2Reads (M) Q30 (%) HHRE (%)
THE 97.4 96.46 96.78
R2 B/ZRBRES TN RENERABEEE

[EZN A-segl A-seg2 A-seg3 A-seg4_H1 A-seg5 A-segb_N1 A-seg? A-seg8
Amix-c500 99.19% 99.44% 99.82% 98.31% 98.98% 99.73% 98.34% 99.78%
A3-c1000 99.83% 99.83% 99.28% 99.61% 98.72% 98.43% 98.34% 96.97%
A3-c10000 99.83% 97.95% 99.42% 98.99% 99.30% 99.79% 98.25% 99.21%
A4-c1000 99.83% 99.15% 98.70% 98.31% 99.74% 99.11% 97.27% 97.87%
A4-c10000 99.19% 99.44% 100.00% 99.04% 99.30% 99.11% 99.61% 98.76%
A5-c500 99.83% 99.83% 99.42% 99.55% 98.72% 99.73% 99.61% 97.98%
A6-c500 99.83% 99.74% 99.28% 99.04% 99.30% 99.11% 98.25% 98.54%
NTC-1 / / / / / / / /
B1-c500 100.00% 98.86% 99.87% 99.36% 100.00% 100.00% 100.00% 96.35%
B1-c1000 100.00% 98.99% 99.78% 96.49% 99.78% 96.60% 99.50% 96.35%
B1-c10000 99.46% 98.86% 99.44% 100.00% 100.00% 99.68% 99.58% 99.91%
B2-c500 100.00% 98.86% 100.00% 94.79% 100.00% 99.94% 100.00% 96.35%
B2-c1000 98.83% 98.90% 99.61% 96.17% 100.00% 100.00% 99.58% 96.35%
B2-c10000 99.83% 98.86% 99.48% 99.26% 99.51% 99.29% 100.00% 96.35%
B3-c500 99.46% 98.82% 99.26% 95.32% 100.00% 100.00% 100.00% 94.99%
NTC-2 / / / / / / / /
TE" 99.65% 99.11% 99.53% 98.16% 99.53% 99.32% 99.17% 97.55%

ARNBRERRRE, BAZERREME, c500.¢1000 . 100004357 750048 1%k, 1000%% D1£4. 1000038 I & ; NTCARRIEXS AR ; 713
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MGIEasy Fast PCR-FreeB8HIS EHIEIRFIELE V2. 0BERIZHNR. RJE, BE—F ADNBAITINMgDNAZIDNBERIR
RE2h, XENERAEEES, BRY—4T, TRRNERRE, BENES, IRBZMARAMbuffer. TR
8925 ng - 900 ng gDNARRIAE, ERTIRRESERANF. KABKEYSERANF EHERESR) « BRHEY
2ERANF. RERANF. BRGSEERANFEZMHNBATHR,

ITEER
a2 ) N

16 RXN 940-000886-00
MGIEasy Fast PCR-FREEBSIX EEI#& iR FIE 3 V2.0 96 RXN 940-000884-00
384 RXN 940-000882-00
MGIEasy W Barcode R ik Hl& 16 RXN 1000020570
DNBSEQ —# 3£ DNB#I%&i#7I&V2 (0S-DB) 4 RXN 940-000036-00
DNBSEQ —# % DNB #1#& 2 (0S-DB) * 4RXN 1000026466

* IR I &3&E A T DNBSEQ-G99RS (PE100/SE100) K2MGISEQ-200RS (PE100/SE100).
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X EhGE IREERER: ek &8 MGI-service@mgi-tech.com

1G]  m=tm: 688114
FYERE SRS RN BIRAE

@ www.mgi-tech.com

Q  4000-688-114

B HXMS

hRIRAERR: RTINS TR A B ERH B IR AR RE R AT BEIFL (TR N ASERELUHIR IS AFMTAIS AR HTEREN . fHESEE vE
BS . AFEMRPrEEREd R ET R RS GRS BIR AR R ME R .

WRAS: 2024578



