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DNBSEQ-G99ARSZ BRI &Ik F/BENF (N FERERIRINE Z —, 12/NEFAI5TEE PELSONE, ¥R HE M AR
Bl REITEEIR, RINFEE— KK, ATEER S I R #iEH R (Bioanalysis By Sequencing, BBS) , 23 5I7ESE40,
SE100FIPEI00#ITHHE DM, IR IRHIH/Ro

=1 HENFSH

FREARRI& HFTIK BREARReads m2/FC
R8I SE50 R8: 20M RGN AREAR/FC
DNABENIF
¢A%E: PE100 A%E. 80M A%, 1HEAN/FC

MEMAZEMRREMCAPETMPSHMBEREABFRA, KIMNFEIEZIERAAE. RAH# DT BoIHHELERIG
MERMERRSE, EAIRELRGRRREEZREDTRIR,

MAEMIREIRFIEF (PFI) 2EFDNBSEQNFF & MA XK HAEMIREIRGI RS, A S A IR TR EFBIXTRIA
R R EMETIRG, BB AR, ARRMERBRIAREHRSE,

= U EE
| MRS

XFABIREIEIER ( NA12878tRitEG +AEYIDNA ) T ERE, WEHSH, THEREIESE>110M,
Q30>95%, FHZE>96%, HIEFSHNREMR.

&2 THEERER

#iEr=EReads (M) Q30 (%) FRE (%)

THER 110.17 95.22 96.95
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AFIRIIMF R EVRRIAIRBIER S TH —2, SEEMNEIBIReadsFE SEICF EHI, MR3FIR

#3 IRBIER

pFep =% A2 A3 BA4  BIgEE FHE SD cv
IR 15.87%  15.60%  15.72% 1587% 12.00% 1577%  0.13% 0.008
R BREEE 1412%  14.00% 13.83% 14.12% 12.00% 14.02%  0.14% 0.010
REFEE 13.30% 13.14%  13.46%  13.30%  12.00% 13.30%  0.13% 0.010
KR AR 11.75%  12.32% 11.90% 11.75% 12.00% 11.93%  0.27% 0.023
FRFERE 11.13% 11.30% 11.24% 11.13% 12.00% 11.20%  0.08% 0.008
PIAERESHFRR 11.12% 11.02%  11.12%  11.12%  12.00%  11.10%  0.05% 0.005
SHEHENE 10.18%  10.23%  10.30% 10.18%  12.00% 10.22%  0.06% 0.006
REZATE 9.52% 9.48% 9.46%  9.52% 12.00%  9.50% 0.03% 0.003
Cryptococcus neoformans  1.49% 1.49% 1.52% 1.49% 2.00% 1.50% 0.02% 0.010
BB 1.47% 1.42% 1.45%  1.47% 2.00% 1.45% 0.02% 0.016

WUE AR 1595, 3833 PFIZR AR B ALK T TR 5!, S RNFTAMKSFIR, IRAIER T ST,

XATFRZEHAR, TRERTIGRZHT
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MHETE EFRIREF5 8 BIEREI &

Bacteria Salmonella enterica B IEE 16,432 30,820 15.96%
Bacteria Pseudomonas aeruginosa HFEREE 1,340 26,947 13.96%
Bacteria Bacillus subtilis HEFETE 12,406 25,682 13.30%
Bacteria Escherichia coli KipemEKiE 653 22,875 11.85%
Bacteria Enterococcus faecalis HERRERE 20,022 21,947 11.37%
Bacteria Listeria monocytogenes o= S | 13,728 21,183 10.97%
Bacteria Staphylococcus aureus SELESfE 10,950 19,885 10.30%
Bacteria Limosilactobacillus fermentum REI A 16,331 18,025 9.34%

Fungi Cryptococcus neoformans Cryptococcus neoformans 2,736 2,894 1.50%

Fungi Saccharomyces cerevisiae Jipiza g 2,191 2,798 1.45%

=5 WHKFARBIES

BMHETE LFRFFIE RERBFNE
Fungi Saccharomyces cerevisiae S288C [ioyiTzand 2,187 3,158 52.10%
Fungi Cryptococcus neoformans var. grubii B RTREEEIEE 988 1,517 25.03%
Fungi Cryptococcus neoformans var. neoformans Cryptococcus neoformans var. neoformans 1,365 1,384 22.84%

REATFRIZEHR, TeERTIRRZET
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HABYREPEXNZFARST T ENWLERFHRFIER, SRUNRGFRTFR, DITERITAMEDBIEGHHHIF

MEHFREMASE,

*=6 FHEFHIE
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ospC4 Shigella boydii Sb227 VFG012785(gi:3776756) 57.00 5.58

S Escherichia coll O157:H7 str EDL933 VFG042403(gi:15800803) 84.90 249
aminin-binding fimbriae (ELF

pilv Pseudomonas aeruginosa PAOT VFG001207(gb|NP_253241) 78.82 2.15

vgrG2 Pseudomonas aeruginosa PAOT VFG041012(gi:15596708) 74.92 197

flis Escherichia coli O157:H7 str. EDL933 VFG043104(gi:15802360) 86.34 1.94

sfaB Staphylococcus aureus subsp. aureus str. Newman VFG044275(gi:151222292) 88.28 1.94

shnG Staphylococcus aureus subsp. aureus str. Newman VFG044260(gi:151220278) 81.90 193

flil Escherichia coli O157:H7 str. EDL933 VFG043110(gi:161367587) 90.82 1.89

fss1 Enterococcus faecalis V583 VFG043508(gb|NP_813892) 83.63 178

cheY Sefimemas g’gﬁﬁ;‘f’ e e VFG043037(gi-16765258) 0332 177

x1 WAEEFHIE

TETL MEG_7095 Tetracyclines Tetracycline resistance MFS Drugs 98.76 1526
- efflux pumps
ANT4- 3 . Aminoglycoside O-
PRIME MEG_978 Aminoglycosides T e e Drugs 98.57 1272
TETL MEG 7093 Tetracyclines Tetracycline resistance MFS Drugs 8249 10.17
- efflux pumps
QACG MEG 5846 Drug a_nd biocide Drug and biocide SMR efflux Multi-compound 99.38 429
= resistance pumps
ANT4- . . Aminoglycoside O-
PRIME MEG_981 Aminaglycosides nucleotidyltransferases Drugs 86.36 429
ANT4- 3 3 Aminoglycoside O-
PRIME MEG 983 Aminaglycosides nucleotidyltransferases Drugs 52.04 2.63
ZUPT MEG 7865 Biocide_ and metal Biocide and metal resistance Multi-compound 8256 296
- resistance protein
SITB MEG 6514 Biocide_ and metal Biocide and metal ABC efflux Vil cermpEnnd] 87.09 171
= resistance pumps
MEXE MEG 3909 Drug alnd biocide Drug and biocide RND efflux Multi-compound 79.42 1.69
- resistance pumps
ACRA MEG 399 Drug apd biocide Drug and biocide RND efflux Multi-compound 86.84 1.68
= resistance pumps

IRAFRIZEHR, TeERTIRRZET
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HEREEETFTDNBSEQ-GI9F S HIDNATKRMEMRERABNF A, #ERENRNBEMNUEES, AKRMBRAIA
AMARITHRFARIRMTAEZE,

TS
a A
580

WES

MGISP-100RS B ot A& R 4t FREC 900-000070-00
DNBSEQ-G99ARS ERAMEY ST 900-000560-00
i

MGIEasy #i4E%) DNA $2ERIR 7IZ( MDO1T-96) 96 Preps 1000027955
MGIEasy FASTESHIDNA FE &t B S 192 RXN 940-000030-00
MGIEasy FASTEStIDNA [ il & i 7B 5 96 RXN 940-000027-00
MGIEasy FASTESHIDNAX &1t 7B L 16 RXN 940-000029-00
DNBSEQ—#%ADNB##& 17 & (0S-DB) 4 RXN 1000026466

DNBSEQ-GI9RSEnE = MIFF1x77IESE (G99 SM FCL SE100/PE50) 1 Test/Kit ~ 940-000409-00

DNBSEQ-G99RS i@ & M=t ¥IE2E (G99 SM FCL PE150) 1Test/Kit  940-000410-00
Bt

HAEMIRRIRBIER A (PFI) — 970-000208-00
AR IR (MGAP) — 970-000109-00

m BEXEIA]

RYLERE BRI R D B RAT]

gk ORI ERBEX I T X &1, 518083
HRFE : MGl-service@mpgi-tech.com

WAk www.mgi-tech.com

FB1%:400-096-6988

h7s: 2022108 hk

https://www.linkedin.com/company/mgi-bgi

https://twitter.com/MGI_BGI
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EFMIRIE T RNEREER RN BRABAE, REX QB BEVFA, EREM N ARARFEUEAR I EFHHOZSMATHTES E N RENEEFNEMES . AFH
PRI BIREIMR B T RIERE ER RO BIRARREIREEME.



