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&1 MGISEQ-200RSHEFH 4B E

& HFIRK WEHR WEEZAEZ/Run M FERT*
MEYIRS! SE50 FCS 4 ~6h
MEYDRS SE50 FCL 20-25 ~8h

EYE R A AL PE100 FCL A ~ 24h

*BEFMGISEQ-200RSERMAFX (ERE2) B9t #1iE

= 75k
R RANF

ERRIT HERiTIHE 5% (Porcine epidemic diarrhea virus, PEDV, Alphacoronavirus/@, Genome
Size:28033 bp)  FEUREYHS (Influenza A virus, AIV, Alphainfluenzavirus/®, Genome Size: 13588 bp)FIIH
P REBRIENBESEIUER RS APAP; EFPEDV, AVEEHH105M4ED) .

SRFEMGIEasy 1ZER1REUA T (525 :96 Preps, 1000020471;1728 Preps, 1000020261) 3RS iR #1T
ZERIREN, R ArRNAERRIRFI EFIMGIEasy Y IRIERRNAX FEHI&EEE (55 :16 RXN, 940-000107-00;96
RXN, 940-000108-00) FEA% S RNABI ST EE 6l & o #Z BR 1R BY S S FE ) 2539 TEMGISP-100RS B eh b A Al & R 4t
(900-000070-00) H5ER%. FFIDNBSEQ —# ADNBHIZIAFIE (B ETEMGIEasy MAEYIRIEDNAX EFIFELR
) #1TDNBRIHIE

P3EAMGISEQ-200RSSn@ &I E2E (FCL PE100) (595 :1000019844) , MGISEQ-200RSEh@ & 1R
IR FIE (FCS SE100) (57S:1000019845) TEMGISEQ-200RSEFEMIFAY (525 :900-000350-00) _Ei##1T
PE1005SE5089IEMIE o

ERMEYIRFINF SAZEMRT & (B PRIFMEYAZE R, BHFMGAP) , 555 :900-000398-00)
M FEEEHTIRIE D 2K TR YR EN BEMIRE Do
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FIFPFIXIMGISEQ-200RSHY FA#3E# 1T Bidx L8, SES0MRPE100M & ##EQ30>94%, RIL L k=Y
MR P& F N #E Il &2, K3,
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Total Reads (M) 138.00

Q30 (%) 94.50

SplitRate(%) 89.69

Split CV(%) 10.0

Sample AP_RNA A_RNA P_RNA C_RNA
Reads_Length 50 50 50 50
Raw_Reads 38,490,346 35,830,175 3L 443 419 29,014,212
Raw_Base 1924,517,300 1,791,508,750 1722170950 1,450,710,600
Clean_Reads 38,227,623 35,209,656 34123248 27,031,312
Clean_Base 1911,381,150 1,760,482,800 1,706,162,400 1,351,565,600
Clean_Base_Rate 99.32% 98.27% 99.07% 93.17%
Raw_Base_Q20 9791% 97.88% 9798% 97.67%
Raw_Base_Q30 94.57% QL.48% QL T78% QL17%
Clean_Base_Q20 9791% 97.89% 9798% 97.61%

Clean_Base_Q30 94.59% 94.53% 94.80% 94.10%
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73 ETMGISEQ-200RS PE100MF MR RARITLE

Total Reads (M) 588.35

Q30 (%) 96.05

SplitRate(%) 91.85

Split CV(%) 6.7

Sample AP_RNA A_RNA P_RNA C_RNA
Reads_Length 100 100 100 100
Raw_Reads 309,207,688 287,869,448 264,580,828 314,325,572
Raw_Base 30920,768,800 28,786944,800 26,458,082,800 31,432,557,200
Clean_Reads 244,838,770 227,406,214 200,840,354 258,855,376
Clean_Base 24,483,877,000 22,740,621,400 20,084,035,400 25,885,537,600
Clean_Base_Rate 79.18% 79.00% 7591% 82.35%
Raw_Base_Q20 98.59% 98.66% 98.73% 98.54%
Raw_Base_Q30 9594% 96.15% 96.30% 95.89%
Clean_Base_Q20 98.52% 98.56% 98.63% 98.45%
Clean_Base_Q30 95.86% 9599% 96.15% 95.78%
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=R i =S PFIIRAIZE . .
HMEHAY iERS) ol e]: S I (=P

reads#t  FE (%) reads¥t FE (%)

Porcine epidemic

201777  3.322 962526 2378
AP AlV + PEDV diarrhea virus ' '
PA VY EFIN
Influenza A virus 44,075 0.726 244,508  0.604
AIVIZIFEZS Influenza A virus 42220 0985 243516 0.842
A

- Porcine epidemic
PEDVAE M2 cine epiaenm 226518 4110 983575 2874
diarrhea viru

B MGAP Assembly
H—SFEHAMGAPIT MPEL00IFreadsH R EXMIPEDV. AIVIR EF 5 H TS AR, BRSEAAENE

3-5min, B¥JReEREI & KER A FARFHIPEDVRAIVESF5I#1TBLASTIL N, HERAR YIS EXER
HEE—H AMTMIERRZAA & 7 a2 R 7] 50 R ARV AR LR RS,

RS MEFTINARLER

LEFi ez i EEAH GC (%) Scaffold Gap

BLASTLELRFEE
%/ (bp) N %71 (bp) HHE
PEDY Porcine epidemic diarrhea
27937 41.89 1 0 virus (taxid:28295)
Influenza A virus
AlV 13586 4429 8 0 (A/chicken/Shanghai/10/01(HN2))

(toxid:329613)
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MIZRIEEMF S HTHEY R REABBENF, IREFATAR. ER VRSN FERFSHHENE
EF7IES, MMEESE X 1 AR R BIPE S T ENHITIRA, MR M AN HIZRESEREETEX
B1E8 EMKRAVAT. MGISP-100RS B oh b ¥ A& R 45 MGISEQ-200RSmB ENIFF &, HEH B T H LN
EWIRFIRF SAEWRT SIMCIHENFAEGT m, eBRESHRERRENHEYIR B, EFE
MEMIRR. ZRIR5| HRE IR IERER, P EEIRE. BEEM I TR 7 B 5.

MGITEYIRNATNIF A S ™= M

MK BEh U A& RS

b
dio

ERAMEYMGISEQ-200RS Fo&E2 900-000350-00
MGISP-100RS B EN I 2l & R 5t IR E 900-000070-00
BRI

MGIEasy 1ZBA R BRI 5 96 Preps 1000020471
MGIEasy ZER R 5T 1728 Preps 1000020261

S | s

rRNAZBRIA & 32 RXN 1000005953
MGIEasy A RERNAS ZE FIE B (16 RXN) 16 RXN 940-000107-00
MGIEasy A MIIFIRRNASI EHIEEZE (96 RXN) 96 RXN 940-000108-00
MRt F

MGISEQ-200RS =B & RE N1t ELE FCS SE100 1000019845
MGISEQ-200RS i@ &AL FCL SE50 1000019840
MGISEQ-200RS =@ &I IR T B % FCL PEI00 1000019844
HIBME RS

WEMIRIRGF & / 900-000392-00
WEMPIRIRG SHERRFE / 900-000398-00
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ok SR AKX LTI X R &1, 518083
HiR %5 : MGl-service@genomics.cn

Pk : mgi-tech.com E33%:4000-966-988
AR 1202244 B AR | MGPB011810102-04 a https://twitter.com/MGI_BCI

m https://www.linkedin.com/company/mgi-bgi
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