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D1 3.8 X 10° 3.8 X 10° 99.8 £ 0.56 99.66  34X10°E£22X104  2.8X10°+2.0X10*
D2 4.7 X 104 5.3 X 10* 99.9 £0.33 99.68  48X10*+56X10° 44X10*E£16X10°
D3 5.9 X 10° 4.3 X 103 99.9 = 0.07 99.7 (69+18)X10° 56X10°*+3.6 X10?
D4 7.4 X 10? 7.9 X 10? 100.0 £0.11 99.68  83X10°%+3.1X10 8.0X10°+3.0X10
D5 9.2 X 10 9.9 X 10 99.9 =051 99.64  1.1X10*%+1.7X10 1.0X10°£1.1X10
D6 2.3 X 10 1.0 X 10 99.0 £ 0.57 99.4 35X10+13 32X10%x7.1
D7 5.8 4.2 97.7£1.00 99.42 87120 99+£33
D8 1.4 0.7 96.9 = 4.50 99.37 20X 06 0.6
D9 0.4 0.2 68.4 = 1.67 99.39 13 undetected
D10 9.0 X 102 7.3 X102 31.0* 1135 99.36 undetected undetected
D11 2.2 X 1072 2.6 X 102 8.4 £ 425 99.32 undetected undetected
D12 6.0 X 102 6.0 X 10°° 00 99.4 undetected undetected
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