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FERRINEIE R TIEIE S Porcine epidemic diarrhea virus,, Alphacoronavirus /& , Genome Size= 28033
bp HINRE FRERIESREAN CT 18 21.6 ), % MGIEasy Nucleic Acid Extraction Kitl MGI, 585 1000020471 #2
BUEEAIZER, SR MGIEasy rRNA ERRidFIE (MGI, 525 1000005953 ) 1 MGIEasy RNA MEHIZIXFIES
(MG, £85 1000006383 ¥l total RNA 32, {#H MGISP-100 #7Baitt XEHIE EE MGISEQ-200RS &
BENFTFIELE (FCLPE100) (MGI, 5 1000019844 ) ##17 PE100 == FIB PRI ( Pathogen Fast
Identification, £85 510-000164-00) &4, MUFRHIRHITREDE. £E. FIHRE, BRI MGAP (£S5
970-000109-00 RXHIREVERFFIH TEFEAHEL .
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FF PRI MGISEQ-200 RY M EERTERIE GZiE, PE100 AURIUIEEIE Q30>92%  ZMERSHINFRE,
BBEELEME, eTRIARY Clean datal EEEE )AGtRE(E& 2 ).

%2 MGISEQ-200 PE1008INIFRE

Sample WQ-1 WQ-2 wQ-3 WQ-4
Reads_Length 100 100 100 100
Raw_Reads 158,615,896 181,540,990 207,279,420 184,486,718
Raw_Base 15,861,589,600 18,154,099,000 20,727,942,000 18,448,671,800
Host_Reads 709,220 590,022 2,569,458 20,362,988
Host_Rate 0.45% 0.33% 1.24% 11.04%
Clean_Reads 131,249,124 159,203,614 182,288,888 144,870,588
Clean_Base 13,124,912,400 15,920,361,400 18,228,888,800 14,487,058,800
Clean_Base_Rate 82.75% 87.70% 87.94% 78.53%
Raw_Base_Q20 98.55% 98.47% 98.36% 98.34%
Raw_Base_Q30 95.30% 95.14% 94.56% 94.57%
Clean_Base_Q20 98.52% 98.47% 98.37% 98.41%
Clean_Base_Q30 95.15% 95.08% 94.50% 94.79%
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W—EXNTTRER Clean reads #THEMFIELEE, FJLISRIRS . AE. &FE. BEE. S4EREFREEEMEDN
reads ;LN & 4 ASHEMIFIHIRS reads #8( 3 5 ), PEDV %5&( Porcine epidemic diarrhea virus HEZ5%—.
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Reads_Length  Classified_Reads_Number  Viruses Bacteria Archaea Fungi Protozoa  Metazoa_Parasite

100 89,847,394 88,667 89,712,715 569 4,383 8,668 1,432

25 MGISEQ-200 PE100M#IfSreadsisrs

FS Y (#4) reads# HEXSERE
1 Porcine epidemic diarrhea virus 102,919 0.242
2 Alphacoronavirus 1 22,239 0.052
3 Mammalian rubulavirus 5 12,479 0.029
4 Rotavirus A 1,307 0.003
5 Bacillus phage Stitch 297 6.982e-04
6 Bat rotavirus 189 4.443e-04
7 Streptococcus phage SpSL1 53 1.246e-04
8 Streptococcus phage SM1 46 1.081e-04
9 Rhodococcus virus Pepy6 37 8.699e-05
10 Pipistrellus bat coronavirus HKU5 26 6.113e-05
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H—EEE MGAP MEMERE SRS PRI 2EUFRY PEDV fBSFy I THE, HEERFINKE N 27, 937, GC
B8N 41.89%, 5EM2EERA+H A LA GCF_000848685.1 By K E 28033,GC 288 42.02% ).

#*6 PEDVHSEREFIIHESRITE

Sample name Genome Size (bp) GC (%) Scaffold num Gap number (bp)

WQ-3 27936 41.89 1 0
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