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1300 M reads BIi#1T 16-64 MERRIALE; BRIRFCSH1Elaner=H270M reads, B{E70MAIFREE, FCSH200M readsH#HT78-401
[EZN:FAEE
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E3 #HRBD%EZEEIgM. IgAFIIgGHIFHIE

HFI6HIEE IR FAALL FRIRIAYRSEREARHT TlF . BTFHRSRERRE, REETSERAIERAY 1S (PCR) NFSIERR

EHENREUE .

RERINIRIE T30 (16617 518.8% ) BEIEIKSARS-CoV-2EREA (>99%EFEHLEBEE, RE=100F) . EREH, k2

HEMRERSRRRIER, BEIRERE (KCtvalue) , EIFFRARENASHAISIMEEEH RRBERRIRAY.

=1

O ERAEBREFARSARS-CoV-2 MFER

representative Patient Sample type Ctvalue (N) Ctvalue (orf1ab) | Clean reads reads reads (RPM) SgMRNA reads clean reads (RPM) (>=100x) length (bp)
yes Patient 01 Throat swab 35 38 32,510,228 217,194 6,681 8 0 39.33% 11,762
ves Patient 02 Anal swab 35 37 26,340,150 555,489 21,089 75 3 91.51% 27,363
ves Patient 03 Anal swab 31 33 20,391,376 6,812,954 334,110 496 24 99.11% 29,638
yes Patient 04 Anal swab 38 40 27,205,700 8,422 310 0 0 2.31% 692
yes Patient 05 Anal swab 36 38 60,091,632 51,188 852 0 0 21.66% 6,478
yes Patient 06 Anal swab 34 37 86,500,624 10,674,143 123,400 802 9 99.44% 29,737
yes Patient 07 Throat swab 40 negative 40,103,674 125,579 3,131 5 0 48.54% 14,514
yes Patient 08 Anal swab 33 34 21,685,592 15,425,408 711,321 1,238 57 99.15% 29,649
yes Patient 10 Throat swab 36 negative 27,268,380 2,426 89 0 0 1.42% 424
yes Patient 11 Anal swab 35 M 58,483,382 484,586 8,286 18 0 77.91% 23,297
yes Patient 12 Throat swab 37 40 25,781,818 817,946 31,726 31 1 95.66% 28,606
yes Patient 13 Anal swab 38 40 22,708,342 22,542 993 0 0 10.20% 3,049
ves Patient 14 Anal swab 33 36 12,136,122 579,353 47,738 21 2 91.23% 27,280
yes Patient 15 Throat swab 35 37 21,996,818 127,984 5,818 2 0 37.83% 11,313
yes Patient 16 Anal swab 37 40 27,757,050 474,841 17,107 7 0 83.48% 24,964
ves Patient 18 Anal swab 36 38 23,167,418 239,350 10,331 27 1 1.72% 12,476
PC1& NA 32 NA 28,343,628 9,216,440 325,168 340 12 99.12% 29,640
PC2& NA 29 NA 23,862,664 22,548,264 944,918 2,301 96 99.16% 29,651
1st admission Patient 03§ Throat swab 40 negative 33,419,450 4,560 136 2 0 2.18% 652
1st admission Patient 08 § Throat swab 24 25 37,759,960 34,009,562 900,678 2,652 70 99.68% 29,796

&: PC1 and PC2. positive control, SARS-CoV-2 viral RNA extracted from cell culture.

§ : samples from the first admission.
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FZEEEENVERRIIR ‘ATOPlex SARS-CoV-2 full length genome panel” i F&

| wmEts
=R | BAEREFM s
MGISEQ-2000RS mEENFHFIEL (PE100) 220 Cycles 1000012554
MGISEQ-2000RS s BENFHFIELE (PE150) 320 Cycles 1000012555
MGISEQ-2000RS mE=®RENFi{FEL (FCS PE100) 220 Cycles 1000013155
MGISEQ-2000RS s EEWREMNFLFIEL (FCS PE150) 320 Cycles 1000011718
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