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HE 9461 2606
wE 9031 1050
FHEHR 642 361
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FsS Yo (F4) reads¥l  HEXIFEE%
1 Orf_virus 138,492 15.487
2 Pseudocowpox virus 10694 1.196
3 Bovine papular stomatitis virus 497 0.056
4 Parapoxvirus of red deer in New Zealand 461 0.052
5 Seal parapoxvirus 76 0.009
6 Staphylococcus virus EW 56 0.007
7 Jaagsiekte sheep retrovirus 41 0.005
8 Enzootic nasal tumour virus of goats 8S 0.004
9 Klebsiella virus Matisse 4 0.002
10 Klebsiella virus KP27 il 0.001
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MGI Microorganism Sequencing Package
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BRI SEHEMGISP-100RS 900-000070-00
EERUFEMNMGISEQ-200RS 900-000350-00
ERUFMMGISEQ-2000RS 900-000035-00
EEUFEDNBSEQ-T7RS 900-000236-00
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MGIEasy HMAMIRIEDNAY EHlEE % (16RXN, 940-000109-00; 96RXN, 940-000110-00)
MGIEasy HAEMIRIERNAY EflEE % (16RXN, 940-000107-00; 96RXN, 940-000108-00)
MGISEQ-200RSE B & &N FiX FIE% (FCS SE100) 1000019845
MGISEQ-200RSEEEN L XIE% (FCL PE100) 1000019844
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MEMRFRFFE (PRI, TIFk) 900-000392-00
MEMRRIRBIFESHEERRTE (PFI, ERE) 900-000398-00
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